Appendix 9. Molecular divergence dates (rounded to Ma ago) calculated by quartet dating using QDate 1.11 using the evolution models from the three right columns of Appendix 7, compared to those reported (with confidence intervals) by Zhang et al. (2005) and to those from our supertree (Figs. 3–7). “Model 1” was chosen by the stock version of Modeltest 3.7, “Model 2” was chosen by our modification of Modeltest 3.7 using the most parsimonious tree instead of a neighbor-joining tree, and “Model 3” was chosen by our modification of Modeltest 3.7 using the most parsimonious tree obtained under the constraint of (Bombina (Xenopus + Neobatrachia)). Because of the limitations of this program, each divergence date was calculated using 12 or 16 quartets (“n”, right column). The exact quartets used are listed in Appendix 8. In each cell, the lower and upper bounds of the confidence interval are given for the whole set of quartets. Values in parentheses represent the range of lower and upper bounds yielded by the various quartets. Note that all QDate estimates for Batrachia are too young because they do not reach the age of Triadobatrachus and Czatkobatrachus (Early Triassic, 245–251 Ma ago). Also note that some estimates for Tetrapoda are likewise too young (see Table 1 and the text).

	Basal divergence of:
	 
	Tetrapoda
	 
	Batrachia
	 

	Zhang et al. (2005)
	 
	354 (341–367)
	 
	308 (289–328); 337 (321–353)a
	 

	Our time‑calibrated supertree (paleontological dates; Appendix 4)
	
	–

[before 332; see Table 1 and text]
	
	254 (246–257)
	

	This study
	 
	Minimal age of calibration dates
	Maximal age of calibration dates
	Minimal age of calibration dates
	Maximal age of calibration dates

	 
	Calibration points
	Amniota (310), Batrachia (250)
	Amniota (345), Batrachia (275)
	Bombinanura (170), Urodela (150)
	Bombinanura (185), Urodela (170)

	 
	n
	12
	12
	16
	16

	Model 1
	Lower bound
	314 (310–321)
	346 (345–355)
	178 (174–181)
	197 (193–201)

	
	Average
	326
	360
	185
	206

	
	Upper bound
	343 (335–350)
	379 (370–387)
	193 (190–197)
	215 (210–219)

	Model 2 
	Lower bound
	316 (310–331)
	350 (345–367)
	180 (173–188)
	200 (192–208)

	
	Average
	329
	364
	193
	213

	
	Upper bound
	350 (335–366)
	387 (371–405)
	203 (195–212)
	225 (216–234)

	Model 3
	Lower bound
	316 (310–331)
	350 (345–366)
	181 (174–188)
	200 (192–208)

	
	Average
	329
	364
	193
	214

	
	Upper bound
	350 (335–366)
	387 (371–405)
	203 (195–211)
	225 (216–234)


a According to the most likely tree using “Model 2”, Lissamphibia and Batrachia are synonyms (“Procera hypothesis”); 308 Ma ago is the divergence date Zhang et al. (2005) find for Batrachia, 337 Ma ago the one for Lissamphibia.
